Running Enrichment Score (RES)
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Gene List Index
Number of genes: 18197 (in list), 43 (in gene set)
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ES =-0.395 NES =-1.59 Nom. p—val= 0.0774 FWER= 0.753 FDR= 0.139

Heat Map for Genes in Gene Set
NON.clus2

g T

“H ‘ Il H‘ W\IH

HlH | ‘\ LR | UL H‘ M O
| H “H\IJI"I‘\ ’\ \H“IHI M H H I \\M\I H\I}IH\ "\‘ ‘

H\‘H \ (I TR HI Uil AV H\ i I“”'H\I“\Hl

H|H \‘H‘II H‘\‘ \‘H l ”“I \‘H\m‘h‘i ‘” \‘H \H‘H \H | \‘ }\ | ‘Hl\ H‘\H \‘IH ‘\ \lH\ ! HHHH H wl MI‘ I‘\I\‘\‘
| :\‘I‘\ll H\ ‘Ill “ ‘H‘ l‘ ‘;: / \ ‘IWH “ I’ ‘p I :\‘\H‘I: 1‘\ ‘H ‘\ \‘I“ M | | HM M‘w il ’l I‘ \ml le )WI‘ “I\‘I N\W
il l)\ | M\l e At R H""". H
“ \ | h \HI ‘}H\l‘ ‘ il ‘\ | ‘H N\ | ‘I‘ \‘\ [l ”HH \ \ “H‘Il"\m\ ‘h”"w \{
‘\I“”“I‘M\H‘ ‘H ‘th\‘\\’l“\‘\‘t ‘HH“\“\ w‘ H‘\ \H / ‘ l ‘\ ‘HI" “\ H\ \H (i ‘It‘l\’\’lu‘ll‘\ll‘h\\ ‘\ HH"\ M
1 \IH “\I \“ (il H

WI\W\ LD IH\ il
A Mt

e

1 i mH'} i

0 LI \MH ‘I }HI‘ i l\‘HI ! “\ “H\‘H\}

i
(b !

i \‘IHI H‘ l‘ ‘HHH"\H} I‘“H‘ Il \Iﬂl‘ \l\ i m \Hl\l\‘ M‘ il
“”” “\ \ l‘l Il H I IM ] MI H ‘H\Hh : \‘\l HH“ \‘ ‘\ f\ HH‘I IH‘|I1“\\\\\\\ JHIHI‘\H I\‘ ‘H H ‘\I

:;EEEEH I ’ll “ II:Ihl :!lll “ ‘ ‘L ) / ;H \: ‘H: |I\‘Il | ml‘ l“ IWW l t] l ;
DH“HH‘ Il \HH‘\“H‘” l H }IIH\W \‘ I HH|H\H \w ‘ l] ‘ | ‘ I H’HH “ H H\“\ wl ‘I | ‘H\

AESTDglz\ WI H 1l ‘H\ Il H H HMHMH\ M‘ ”l“ “\‘I: WIH | h H “ ‘H‘ i ‘}H“H | H [ “\ ”“l“ \M“ll‘ »‘I ”r ”
I‘\ il |‘ il

IH‘\ M\H \

il !"1”‘%4 o it 0W

\
ALDH3A2 I ‘I

OGDHL\ i

ﬁ\




