Running Enrichment Score (RES)

Gene Set 139 : KEGG_B_CELL_RECEPTOR_SIGNALING_PATHWAY Gene Set Null Distribution Heat Map for Genes in Gene Set
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Zero crossing at 8363

Peak at 14089

1.0

\
-

"clus3" "NON.clus3" Neg. ES "NON.clus3" Pos. ES: "clus3"

0.5

=
1-_;.__
—
—___==__

-1.0
]

z_z=
o
e
-:_"

M“J'W'NJMJMTNH}%HHlHHIMM*
A e W ki
it % “' i

“ \I Il ‘II II\” \1\ “” I\I\ I' ‘|I| ! 1 “I I\H\‘ II\ : lll:\ \I‘ l\r'f ! I‘ rIHI‘IImIH\I I‘l‘ll

! ! ! ! ! ! !
5000 10000 15000 -0.5 0.0 0.5

o

Gene List Index ES
Number of genes: 18300 (in list), 73 (in gene set) ES =-0.521 NES =-1.56 Nom. p—-val= 0.0625 FWER= 0.818 FDR= 0.303



