Running Enrichment Score (RES)

Gene Set 92 : KEGG_DNA_REPLICATION
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Heat Map for Genes in Gene Set
NON.clus2

| L0 0 0 AR HH 1| ‘|HHH

IHMH H”’lllhﬁﬁ IIWJNﬁWhI I | ‘"nm

\ 'HW““‘Hml lh' l‘lﬂH\‘ldl}

piE e

c b il |

M|WWIHIhHh» w [
”II"J R

Hi H\J""\H
|‘ ‘| | L \‘I I ﬂl/t h'\

‘“MIAHHMHMWW “I \ ﬂ

Y fitta i g

-

M*mwﬁ”‘hlﬁwﬂlwkllwhlw F”‘ﬁll

It

lwulJ: WHl
HﬁWHHHW
o
/H “'ﬁ

ﬂw

WIV

ﬂﬁ




