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Number of genes: 18256 (in list), 42 (in gene set) ES =0.433 NES =1.27 Nom. p—val= 0.265 FWER= 0.991 FDR= 1
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Heat Map for Genes in Gene Set
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L
f l’ll! I“ll ||III|I!|I|:I
| \I| |I I/l I

”“ ""lnl,l"'

Hl,lllllll‘ ‘I\Ill Il }IlH

‘\ I Iu I' ‘ | Iil‘ | Y/ \" |I‘I
v ‘II”I I[It IIII MI” If llll“” |
| hl WIH :I l\ll\l:lllllJH Illl:”:”:ullq‘l\ll: ‘II \HI
|’||||u||| wnuh i‘| hﬂl

it lf.;'l:""\ il bl b A

I !| |1”:"Wiwl|| | ||

o L

i il

‘I\l\lm II|"|II||

Il\III\III\I\I\” ’IH l\ |

i

w.i w

l‘ il I‘ ‘|I I’H l ‘Illl Hlll\w ”JI‘

it h»‘Ji\"“'r.um&l'!.}'f'H;,“}I,,‘ | {;:""i)['

it

‘HI‘I\I H Il‘m‘II\H III

1l \'h‘mm'fn"



