Running Enrichment Score (RES)
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ES =-0.464 NES = -1.67 Nom. p—val= 0.0248 FWER= 0.54 FDR= 0.748

Class
PIP5K1A
ARHGEF11
ROCKl

ARHGAPS
DIAPHl
ACT

N

ARPC5
RHOA
LIMK1
CFL1
ARPC1B
ARPC1A
ARPC2
ARHGEF1

SR
ARPC4

ARHGAP4

PPPlRlZB
MYLK\

|
| H‘I
R HHHHI

L ‘ Illwll

clus3

MR

HII ” l\ ’I ‘“ll ‘HI}
|I': ‘w : : | |||

Mg

HIIIM i
I/ ’II‘I‘H” | ‘|| “\' VIH‘ | \"M

\|| I |‘l‘| ’l" 4"'|"|\ \
i m‘ i f "
- } e 1

g ikl

PIPSKlB \HII I| AR LTI T

Heat Map for Genes in Gene Set
NON.clus3
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