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| 8% | | ZMIZ2
1% ] | 1 IRS4
| 0% | SIK3
- 6% 1 L JINTH 1 | PABPC1
Bl 3% | | | 1 RBMX
4% ESPN
I 10% | FNDCH
B 5 111 | ATP2CH
Il 3% | | | HACL1
Bl 3% UBACH1
Bl 3% I | I OGFOD1
N 5% CASQ2
I 5% | 1 11 I 1 TGFBR2
I 6% | | I RNF43
| 6% | DCP1B
Bl 3% ZNF678
B 3% | | 11 | RPL22
I 5% I I 1 11 NBPF16
Il 4% 11 CD86
Bl 3% | PARP10
39 I | I VWASA
I 8% | 1] 1 SHROOM4
B 5% PRKRA
I 3% | | 1 1 RBM12
I 3% I ZNF880
I 5% | | 11 GDC27
I 3% I SUZz12
. 4% | 11 SORBS2
I 3% I I | RNF32
I 3% T 1 1 CBX3
4% | | | | SDCBP
NN 5% I | ] | | PLIN4
M 3% AAK1
N 5% 1| | 1 1 TMCCH1
I 4% | 11 1 IYD
I 4% 1 NLRP2
I 3% | | SP140
I 4% I I 11 OR2T4
| 3% | GPR50
I 5% | | CFTR
I S | L | | 11 GPR98
I 4% 1] I I DAAMA1
2% | I | MTBP
N 6% | 11 | RREB1
I 4% | | | TRPC4
M 2% I CD2AP
| 6% | 1 1 GNAS
I 3% | | FAR1
| 3% I | COL28A1
N 4% | | | 1 1 SKA3
Il 3% I JAK2
| 5% | | | ARID1A
I 3% KCNA7
I 3% | | 11 CHRNA9
N 2% KLHL20
| 3% | NUP210L
4% | I 1 1 AQ
M i1% | SLC38A9
Bl 3% | | 1 1 P2R
M 2% CCDC33
Il 3% WRN
B 3% | | | Cilorf125
I 3% | | | SIGLEC14
. 3% | KRT2
M 3% 11 | MSH2
2% 11 MORF4L1
I 4% I | | KIAA0586
Il 3% 11 I | SYT14
Nl 3% | i TAX1BP1
M 3% | | | | HSPE1
M 2% GPSM2
I 3% I | HELZ
I 3% 111 1 1 DOCK8
Bl 1% POLE2
I 4% | COBL
I 3% 1 | GSN
I 2% I NAA20
M 2% | | ZACN
I 3% 11 1 AP3B1
B 3% I | C3orf15
I 5% Nl | | 11 | CLAF1
3% i1 | RBL2
I 2% I I OMA1
Bl 3% 11 SORT1
I 2% | 1 1 NBPF9
M 2% I C5orf51
M 2% I CSTF2T
B 1% il BSPRY
M 2% | I SSBP3
M 2% | | PRSS3
Nl 2% n UBXN4
I 5% |1 I 1 11 AGAP6
I 3% | TGM5
3% | | GPRC6A
M 3% | OR52D1
Hi% I reMiB
B 3% | i KLK13
M 2% BRD8
I 2% I I MYM
Nl 3% | 11 ZNF780A
W 2% MLPH
W 2% I I NLRP6
2% SEPT2
Il 2% | | MMP13
W 2% 11 OXR1
HW2% | LACTB
N 3% I | SYCP2
M 2% I I WDHD1
| 3% I | | RTTN
I 3% | TDRD5
Bl 3% 11 SEPHS2
I 2% ACTRT2
N 5% I | | 1 | DNAH7
I 3% | | MC3R
I 3% | | FAMB8A1
I 5% | | | | TGFBR1
Il 4% | 11 | L1CAM
M 2% I LCP2
M 3% | | ZNF358
M 3% KCNE1
Il 3% T OR1N2
I 2% I | FLVCR1
M 2% BTN2A1
Il 3% | | PAPSS2
M 1% | ELMOD3
I 3% | | | PBRMH1
M 2% | CYTH4
M 2% ANKRD49
[ 5% 11 111 1 CMYA5
B 3% I PHF15
I 2% | | RSPO1
. 4% | 11 ASHIL
3% | | 1 BVES
I 3% I | DDX4
I 4% I | I | TEKT4
O 3% | LTI Wwp2
B 3% | 1 DHX35
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flip

A->(C/G)
C->A
*Cp(A/C/T)->T
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*CpG->T

O Frame shift
O In frame indel
B Other non syn.
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