100

o H
s ! B Syn.
) 80 1 B Missense
B Syn. .cc_b 60 B Splice site
B Nonsyn. © 40 i B Nonsense
£ . | |
# o _|slcalcisizaalan--_slla-_sotssnsalliane ioes_ale_ccuacoei smcam se_scas ——— 5= =
so% NNy APC
[ o% I | I CRIPAK
75% I N " 1 1mm TP53
[ 9% 1 m || NRAS
I 11%| 111 I FMN2
(I 6% | | SHROOM4
W 4% | RPTN
I o~ WM | inl I 0 [ ARID1A
i io% I 100 m 1 | CDHT1
B 5% | ] || | RBM10
B 4% | | ] | HAUS6
W s 1 1imm i I in | CTNNBH1
B 3% | | | | GABRP
W 3% ] | | PON3
B 3% | || RLIM
B 5% | | || | SMAD2
[ 10% In 1 1 1m I | TCF7L2
B 3% | | | | OXSM
B 4% | | | 1 1 PCBP1
I S2c- 1 10 0 O AN nmm I minmm imnil KRAS
I 7% Slnnnmn I 1 il i1 FLT1
(W 5% | | | 11 SLC12A6
6% | I 11 | | I 1 AKAP9
B 4% | 1 1 i VCX2
B 3% il | | ELF3
EC N o~ mn umnn mmirmmi ol ] I 1. N Il 1] PIK3CA
- nil mnil 1 1 | | Hinnimnn BRAF
8% | | | | 111 | KIAA1804
7 | | 111 | I n ERBB2
B 3% 11 | | CDKL5
B 4% | | | | | ZNF354C
W3% | 11 | | LIG1
I 2% | | | IQCD
[ | | | | | — 100
60 40 20 0
# mutations — 80
o fiip
O A->(C/G)
O *Cp(A/C/T)->T
O C->A
B *CpG->T

O Frame shift
O In frame indel
B Other non syn.

T
05 20 35
-log10(qg-value)



