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Gene Set 307 : PID_ECADHERIN_NASCENTAJ_PATHWAY Gene Set Null Distribution Heat Map for Genes in Gene Set
clus2 NON.clus2

Class
TIAM1
< — Gene Set Null Density AIEIIIIIl il |||III it o kR
— Observed Gene Set ES value CTIEND“ IIIIII II III ‘ i 1 II|”II | III II I1 II’ ‘I II
PIKSCAI II IIII I | LU | LI | II I Il I
III III II II II II I1 || II I : III II IIIII IIIIIIIIIII M IIIIII | I I
III II IIIII II I II | |I IJII Il I|I
™ IE’IIIKI’o:Rl I I 11 IIII | II IIIII | III III IIIII T I | nl I LI
III I II Il II I IIII IIIII I II IIIIII lI III III I II III |
TJPlI I| II| ] II I IIII I II| |I II IIII IIII “
cocaz ||I I ] II |, |IIIII|III III | I|| III
RAP1A (F B II 40D | JUNL I III |l |
. Cﬁggll I | II III I II III I | IIII III III IIIII IIIIII | I 1l IIIII IIII | I|I
IZero crossing at 8184 \‘L{’_J, N CSNK2A1 III II II|IIII "” |I II IIIIIII IIII | I I I ‘ ” II I|I| IIIIII
Peakat3716 : o Plf\’SK1CII ’ II IJ II |I IIIIIh NIHI h I III I IT II IIIIIIIIIII III I |
‘ ‘ HH ‘l H“ | ‘ E ‘ ‘ ITGAEIIIIIII 'y IIIII IIII IIIII Il TR II I II II I IIIII'I || I IIIIII
MLLT4 || I II TURROMLE TN SRR TGO A T II IIII IIIII I‘
| CSNK2A2 |I| il 1 IIIIIII II || IIIIIIIIII | I|II III
: - — CTNNAL || Itl Il ||II|I| L1LEAL AR A1
: RAP1B [ | (LT
RAPGEFl | |

AKIII IIII I“II |I |II |uI 1 II hIIIﬂIm kI IIIIIIhIIIIIIIII IJIII I IIIII II IIIIIIIIIIIII II IIIIIIIII IIIIIIIIII III IIIIIH IIIIIIIIIII IIII

|

CTEI;I:;: i + IIIIIII ”I"IIIII III III IIIIIIII IIIIIIIIIII IIIIIIIII IIIII\H 1IIlll:I IIII IIIIIII II |IIIII IIII III

: : ° 7 B . . . | I Al III I IIIIIII I| I‘IIIrI 1l L I‘III i I|I Il IIIII I
clus2" : 5 "NON.clus2" Neg. ES "NON.clus2 Pos. ES: "clus2 CSNKZB Il | 1011 [l III|I|| ||” |*| III | | J I

CYFIP2| | I

! ! ! ! ! ! ! ! ! ! !
0 5000 10000 15000 -0.6 -0.4 -0.2 0.0 0.2 0.4 0.6

Gene List Index ES
Number of genes: 18170 (in list), 39 (in gene set) ES = 0.434 NES = 1.87 Nom. p-val= 0.0158 FWER= 0.468 FDR= 0.815



