100

2 B Syn.
% 80 ‘ B Missense
@ syn. & 60 ‘ @ Splice site
B Nonsyn. © 40 I‘ | B Nonsense
3
g 20 I,u [ i (A [ . | ) .I"II - : ,
#® |i.|||iiiii “ bl .-m.i......‘||i|ii|i||i.iiiiai' m e it A s sl il ook sk
71 [ = TP53
[ AR Il CDKN2A
I 12% |l I | T NSD1
[ REEA ] | I 1w CASP8
[ BIGARN [ | I M1 W MLL2
5% | | I | I TEET T Y | TGFBR2
I 5% (I | 1l | [ I HLA-B
N 6% ||l [ [l LIl [ | 110 R | FBXW7
([ TRl I 11 I [} 1T AT NOTCH1
[ Re-b S QTTT T T 1 11 | TR AT | FAT1
7 || | I [ Y | I W I A | JUB
B 4% | (I | | ] [ (1| [ ZNF750
M 5% | (LA (A0 A A [l | 1 NFE2L2
W 4% | (L | 0 AV | [ 1] I | HLA-A
M 5% ([ | (A [ | | [ IIL EPHA2
H3% | | | (A} (A A RACH
6% | ||| | (L0 | [ HRAS
7% ] I [ | ([ 01 EP300
B 3% | (A (I [ [ |1 | M T OR6C65
L I T A A N (UL LT (0T PIK3CA
B 3% | (1 | (] | (A0 PTEN
B 4% (AR T I | [ [ | | RASA1
2% | | [ A A MAPK1
2% | UM | | | NUDT11
H 3% (LA (T | (A WA | | KDMB6A
W 3% || | || L [ /[ [N Lm RB1
N 4% [ I {0 10 111 00 A [ KEAP1
l1% | [l | | | | | KRT17
12% | | L | [ 0 RHOA
W 3% [ (L WAORT [ [ AT PTPN14
| 1% | | KRTAP5-5
0 2% MR (LA | (LA (LA A ZNF623
1% | | | | | | TIGD4
| 1% | | | NAP1L2
N 3% || [ [ [T | CUL3
I 7% ||| A (I} 1000 ML 0| CREBBP
12% | | | VEZF1
M 4% | | (A O (MR | | DT MLL4
W 3% || |l [ | | | IRS4
NI 9% || AT ST I e [ I HUWE1
6% || | | | 11RO 1A G [l N 0 T THSD7A
12% | I 10 | | (I C3orf59
(W 4% | | | IR e | ] | DYSF
2% | | | | | | | ZNF233
B 2% [ | | | | (A0 (1} KIAA1267
N 3% | [ LT | (LML (A A | ASXL1
SMAD4
GAGE2A
EMGH1
: : : : PIK3R1
— 100
200 100 50 - 80
# mutations L 602 5
25
. | A / AL 28 < g
5 J Tid ] TN P { U —
NPT T sl ,
— 100
O A->mut
O (A/C/G)p*Cp(A/C/T)->mut — 80
O *CpG->(G/A) | | | 60
B Tp*Cp(A/C/T)->mut | | | | | i , A
B *CpG->T i ‘ ‘ ‘ | H “ ‘ || il ‘ | ‘ |- 40
L R i

O Frame shift
O In frame indel
B Other non syn.

I
05 20 35
-log10(g-value)



