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Heat Map for Genes in Gene Set

clusl
SENTHIIUE (A
HSPOOAAL|| LI ” | | \
TBC1D4 |l HH
GSK3B| H ’\
FOXO1 il H |
MAPKAP1 |
RAFl \ \ ‘ |
‘HM\ A” | |
YWHABHHlH ‘ I I M
\HI I“ I\ wll\ ‘

XO 111H
PDPKlI‘\ NHI
YWHAQH\ n
YWHASW \
MAP3K5 ||

CDKNlBIII Ih ) ‘H I|

W

N '\I\I\Il\l Ilﬂll\

o

vHI

NON.clus1
hﬁhH‘plllmm‘u| S WMWNMPM\IM”‘HH{HHHHH
1”m|\h’l~|l/yl||'f'llpl

IH| I‘I‘ H‘H\h\ H‘ \ ‘IHH ‘IIII HI‘ ‘H \H‘\l \I‘H W\
[

HI W \l Ill\l"l"l | I:‘lI '\“ | “ \lﬂ H‘” Il I(I HH\l\ll\Hll\IH}HI‘H‘H ‘HH | W‘ I}

’I“II \ I\I |||H \I HH IH

HH “ ”‘HI\M ‘H“lwll\ “l \W H ‘HII
T\“ WIH ” MR WI ‘”\‘P\ "Ill‘:lll| l”l\l‘ H\\ H‘ m N J”l“
fiL A kiR

gt f ity ] U.
| it i I '\ﬂhn li d'\ ik | n”mh\"NH "




