Running Enrichment Score (RES)

Gene Set 98 : KEGG_T_CELL_RECEPTOR_SIGNALING_PATHWAY Gene Set Null Distribution Heat Map for Genes in Gene Set
NON.clus3

|
o — —
N = T — = =
—— Gene Set Null Density = — T = — -
g — —— Observed Gene Set ES value :. -— l- e B
-—
= === e | — g
- — e -—
- - - _—
n
= 7] — —_— i =
— ]
ugsi = — - =
o | - e M -
°© = B = =B _ _
—— p—
5 = ——
N —_ . — -_—
: i n [ | |
: Zero crossing at 10412 w - - B — =__ __=
1 . ‘—
Peak at 2404 : o W e e == —
S : G — = = o=
[ : o = I - u
: Wy
: 0 | = e —__ L
o M’fggg - —__ —r:_— — iy — - =
: : wi— — e = =
: : -—
P e oeees e BB =
KRAS - - —
Pl - - -_— -
o = — —=—=
T' — Ppgégé - E— -— = e —— .
JUN -_— - __
o cpca; |
: : = i B e g S
: : " " on " L o m mm— — e
"clus3" : "NON.clus3" Neg. ES "NON.clus3 Pos. ES: “clus3 ngi‘é? - =- i = -
& — = =
| | | | I T T %%sz—ctr«e«a?aa?-—c-—c-—c‘—c\—c‘—c‘—«‘—«\—«aaaaa-—c-—c.—cx—l‘—c‘—q‘—q—naaaaa
CI2S22999 2229999999999 99090 %0 %9%°%°%%%%
~ MY O 0NN X< dNT WL O o
o 5000 10000 15000 -05 0.0 0.5 3838252580838 853500838888888583882¢83
3 i\ 5 i\ ;w il 5 i, i, %I 3, 3 2I E' i' ; 3 i\ ; ;w ;I ;I ;I ;I ;I 3 Z, ;. ﬁl %\ %\ ;‘\ ;‘\ g\ gl sl
H [ ™ o >
Gene List Index ES g\ 3 5 i 2 gI g| gl ;DI :('. % 5 éI <;(| <;(| 2 3 3 s R Rl 3 5 g gl 6\ 8\ fﬁ‘ é\ g\ gl 5|
Number of genes: 18113 (in list), 105 (in gene set) ES =0.666 NES =1.91 Nom. p—val= 0.00204 FWER= 0.322 FDR=0.211 e688 gepogggs 8288 8 8 gp8ggeess gerppoppopepe



