Running Enrichment Score (RES)
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Gene Set 342 : PID_CASPASE_PATHWAY Gene Set Null Distribution

Number of genes: 18113 (in list), 51 (in gene set) ES = 0.379 NES = 1.52 Nom. p-val= 0.0463 FWER= 0.973 FDR= 0.244

q- —
—— Gene Set Null Density
= Observed Gene Set ES value
o™ —
: - N
: . 0
: Zero crossing at 10412 w
Peak at 2484 : o
o
"clus3" "NON.clus3" Neg. ES "NON.clus3" Pos. ES: "clus3"
T T T T T T T T T T T
0 5000 10000 15000 -0.6 -0.4 -0.2 0.0 0.2 0.4 0.6
Gene List Index ES

Heat Map for Genes in Gene Set
NON.clus3

i
I:lll-llll
v

N
e H

7

l-. il

ASPT | -l |
CASP7
CASPIIII --
BIRC2 . | | |
PTK2 B -
RIPK1 . | |
SLK [l . . |
VIM
CFL2 | | . .
CcYCs | |
DIABLO | |
BAX -
TNFRSF1A
CRADD || ||
ACTAL [ | [ | .
LMNA m
5L - et B
SREBF1 - ||
KRT18 |
Taea | | || ‘ || .
GAS2
IR = === = === = = = I = I = I == I == I =l = I = = I == T == T = e T e B e T e B e e B e e
CI2S22999 2229999999999 99090 %0 %9%°%°%%%%
Lu:\:n::om(muoi—oaool—gxNamwwmmmx(ganmwwv
>NNN‘£>>22 NNéNNNNNNggggggo&g”géé;;;;g
5‘%%% \é|§|<|<| |§|§| '§|§|§\§§\§\ IR |§|<|<|D'<\<\<\<\<\<|<|
1] Q { LWL WY WY
BELLERE R es2e8 e 588 ENRRRRRRR
< < 4 | | L L L
FRRCRFRRPRRROFCRRORRRRRRERERORFFFRFEFEFFF



