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Gene Set  452 : REACTOME_PI_METABOLISM

Number of genes: 18113 (in list), 47 (in gene set)
Gene List Index

R
un

ni
ng

 E
nr

ic
hm

en
t S

co
re

 (
R

E
S

)

"clus3" "NON.clus3" 

Peak at 1095
Zero crossing at 10412

−0.6 −0.4 −0.2 0.0 0.2 0.4 0.6
0.

0
0.

5
1.

0
1.

5
2.

0
2.

5
3.

0

Gene Set Null Distribution

ES = 0.455  NES = 1.68 Nom. p−val= 0.0142 FWER= 0.819 FDR= 0.182
ES

P
(E

S
)

Gene Set Null Density
Observed Gene Set ES value

Neg. ES "NON.clus3"  Pos. ES: "clus3" 

 Heat Map for Genes in Gene Set

 

 

PIK3C2G
SYNJ2

INPP5J
PIK3R1

ARF1
OCRL

MTMR2
MTMR6
PIK3R2

ARF3
PIK3C3
PITPNB
INPPL1
PI4K2A
PIK3CB

PI4KB
PI4KA
PTEN

PIK3CA
MTMR3
INPP4B
INPP5E

MTM1
PIP5K1C

VAC14
FIG4

MTMR7
PIP4K2B

INPP5K
SACM1L

PI4K2B
PIK3C2A
PIK3C2B

MTMR4
PIK3R4

MTMR14
MTMR1
SYNJ1

PIKFYVE
PIP4K2A

PIK3R3
TPTE2

PIK3CD
PIK3R5
PIK3R6

PIP5K1B
PIK3CG

Class

T
C

G
A

_3
X

_A
AV

E
_0

1

T
C

G
A

_W
5_

A
A

2H
_0

1

T
C

G
A

_W
5_

A
A

2R
_0

1

T
C

G
A

_W
5_

A
A

2U
_0

1

T
C

G
A

_W
5_

A
A

30
_0

1

T
C

G
A

_3
X

_A
AV

9_
01

T
C

G
A

_3
X

_A
AV

A
_0

1

T
C

G
A

_3
X

_A
AV

B
_0

1

T
C

G
A

_3
X

_A
AV

C
_0

1

T
C

G
A

_4
G

_A
A

Z
O

_0
1

T
C

G
A

_4
G

_A
A

Z
T

_0
1

T
C

G
A

_W
5_

A
A

2G
_0

1

T
C

G
A

_W
5_

A
A

2I
_0

1

T
C

G
A

_W
5_

A
A

2O
_0

1

T
C

G
A

_W
5_

A
A

2Q
_0

1

T
C

G
A

_W
5_

A
A

2T
_0

1

T
C

G
A

_W
5_

A
A

2W
_0

1

T
C

G
A

_W
5_

A
A

2X
_0

1

T
C

G
A

_W
5_

A
A

2Z
_0

1

T
C

G
A

_W
5_

A
A

31
_0

1

T
C

G
A

_W
5_

A
A

33
_0

1

T
C

G
A

_W
5_

A
A

34
_0

1

T
C

G
A

_W
5_

A
A

36
_0

1

T
C

G
A

_W
5_

A
A

38
_0

1

T
C

G
A

_W
5_

A
A

39
_0

1

T
C

G
A

_W
6_

A
A

0S
_0

1

T
C

G
A

_W
D

_A
7R

X
_0

1

T
C

G
A

_Y
R

_A
95

A
_0

1

T
C

G
A

_Z
D

_A
8I

3_
01

T
C

G
A

_Z
H

_A
8Y

1_
01

T
C

G
A

_Z
H

_A
8Y

2_
01

T
C

G
A

_Z
H

_A
8Y

4_
01

T
C

G
A

_Z
H

_A
8Y

5_
01

T
C

G
A

_Z
H

_A
8Y

6_
01

T
C

G
A

_Z
H

_A
8Y

8_
01

T
C

G
A

_Z
U

_A
8S

4_
01

clus3 NON.clus3


