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Gene Set  431 : REACTOME_SIGNALING_BY_THE_B_CELL_RECEPTOR_BCR

Number of genes: 18113 (in list), 120 (in gene set)
Gene List Index

R
un

ni
ng

 E
nr

ic
hm

en
t S

co
re

 (
R

E
S

)

"clus3" "NON.clus3" 

Peak at 3079
Zero crossing at 10412

−0.4 −0.2 0.0 0.2 0.4 0.6
0.

0
0.

5
1.

0
1.

5
2.

0
2.

5
3.

0

Gene Set Null Distribution

ES = 0.485  NES = 2.08 Nom. p−val= 0.00439 FWER= 0.084 FDR= 0.306
ES

P
(E

S
)

Gene Set Null Density
Observed Gene Set ES value

Neg. ES "NON.clus3"  Pos. ES: "clus3" 

 Heat Map for Genes in Gene Set

 

 

CDKN1A
TRIB3

PHLPP1
SHC1

PSMB5
AKT1

PSMC1
PSMB7

PSMD14
PSMC6
PSMD8

AKT1S1
PSMA3
PIK3R1

BAD
PSMD9

PIK3AP1
PSMB6
PSMA6
CALM2
CALM1
PSMC3

NRAS
CALM3
PSMD2
PSMD7

HRAS
PSMB4
PSMD6
CASP9
KRAS

PSMC4
GSK3A
PSMD1
MLST8
PSMC5

BTRC
PSMF1

SKP1
PSMD4
PSMA1
PSMD3

PSMD12
PSMA7
PSMA2
PSMB3

PSMD11
NR4A1
RELA

PSMC2
MDM2

PSMB1
PSMD10

MAPKAP1
PSMA5

NFKBIB
PSMD5

PSMD13
CREB1
CHUK
PTEN

FOXO3
PSMA4

CUL1
TSC2

ORAI1
GRB2

FOXO1
MTOR

UBA52
PSME1
STIM1

FBXW11
IKBKG
FOXO4

AKT2
PSME2
PDPK1

RPS27A
NFKBIE
PSMB2

RICTOR
MALT1
PSME4

CBL
NFKBIA

CBLB
CDKN1B

ITPR3
RPS6KB2
MAP3K7

BCL10
NCK1

PLCG1
SOS1
AKT3

SH3KBP1
IKBKB
PSMB8

ITPR2
LYN

PSMB10
PLCG2
THEM4

FYN
SYK

PSMB9
BLNK

RASGRP3
CARD11

REL
VAV1

PIK3CD
BTK
BLK

RASGRP1
PRKCB

CD19
CD79B
CD79A

Class

T
C

G
A

_3
X

_A
AV

E
_0

1

T
C

G
A

_W
5_

A
A

2H
_0

1

T
C

G
A

_W
5_

A
A

2R
_0

1

T
C

G
A

_W
5_

A
A

2U
_0

1

T
C

G
A

_W
5_

A
A

30
_0

1

T
C

G
A

_3
X

_A
AV

9_
01

T
C

G
A

_3
X

_A
AV

A
_0

1

T
C

G
A

_3
X

_A
AV

B
_0

1

T
C

G
A

_3
X

_A
AV

C
_0

1

T
C

G
A

_4
G

_A
A

Z
O

_0
1

T
C

G
A

_4
G

_A
A

Z
T

_0
1

T
C

G
A

_W
5_

A
A

2G
_0

1

T
C

G
A

_W
5_

A
A

2I
_0

1

T
C

G
A

_W
5_

A
A

2O
_0

1

T
C

G
A

_W
5_

A
A

2Q
_0

1

T
C

G
A

_W
5_

A
A

2T
_0

1

T
C

G
A

_W
5_

A
A

2W
_0

1

T
C

G
A

_W
5_

A
A

2X
_0

1

T
C

G
A

_W
5_

A
A

2Z
_0

1

T
C

G
A

_W
5_

A
A

31
_0

1

T
C

G
A

_W
5_

A
A

33
_0

1

T
C

G
A

_W
5_

A
A

34
_0

1

T
C

G
A

_W
5_

A
A

36
_0

1

T
C

G
A

_W
5_

A
A

38
_0

1

T
C

G
A

_W
5_

A
A

39
_0

1

T
C

G
A

_W
6_

A
A

0S
_0

1

T
C

G
A

_W
D

_A
7R

X
_0

1

T
C

G
A

_Y
R

_A
95

A
_0

1

T
C

G
A

_Z
D

_A
8I

3_
01

T
C

G
A

_Z
H

_A
8Y

1_
01

T
C

G
A

_Z
H

_A
8Y

2_
01

T
C

G
A

_Z
H

_A
8Y

4_
01

T
C

G
A

_Z
H

_A
8Y

5_
01

T
C

G
A

_Z
H

_A
8Y

6_
01

T
C

G
A

_Z
H

_A
8Y

8_
01

T
C

G
A

_Z
U

_A
8S

4_
01

clus3 NON.clus3


