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Gene Set  529 : REACTOME_METABOLISM_OF_NUCLEOTIDES

Number of genes: 18113 (in list), 71 (in gene set)
Gene List Index

R
un

ni
ng

 E
nr

ic
hm

en
t S

co
re

 (
R

E
S

)

"clus5" "NON.clus5" 

Peak at 2090
Zero crossing at 8811

−0.6 −0.4 −0.2 0.0 0.2 0.4 0.6
0.

0
0.

5
1.

0
1.

5
2.

0
2.

5
3.

0

Gene Set Null Distribution

ES = 0.649  NES = 2.16 Nom. p−val= 0 FWER= 0.033 FDR= 0.0119
ES

P
(E

S
)

Gene Set Null Density
Observed Gene Set ES value

Neg. ES "NON.clus5"  Pos. ES: "clus5" 

 Heat Map for Genes in Gene Set

 

 

AMPD1
DCK

UCK2
NT5C

CTPS2
DCTD

AMPD3
IMPDH2

DUT
CTPS

AK1
NT5C3

TXN
DGUOK

PPAT
RRM1

TXNRD1
PFAS

DTYMK
UMPS

GSR
UCK1
GPX1

TK2
RRM2B

UPP1
PAICS

IMPDH1
AK2
ATIC

TYMP
NME2

AMPD2
CAD

HPRT1
NT5C2
GART
NME4
GUK1
ADSL

GMPR2
APRT
NT5M
NME1
GMPS

PNP
ADSS

CMPK1
ADAL
TYMS

NME1−NME2
TK1
ADA

NT5E
NT5C1B

ADK
CAT

GMPR
RRM2

ADSSL1
AK5
GDA

GLRX
CDA

DHODH
DPYD

XDH
UPP2

AGXT2
UPB1
DPYS
Class

T
C

G
A

_W
5_

A
A

2G
_0

1

T
C

G
A

_W
5_

A
A

2O
_0

1

T
C

G
A

_W
5_

A
A

31
_0

1

T
C

G
A

_W
5_

A
A

33
_0

1

T
C

G
A

_W
5_

A
A

39
_0

1

T
C

G
A

_W
D

_A
7R

X
_0

1

T
C

G
A

_Y
R

_A
95

A
_0

1

T
C

G
A

_Z
H

_A
8Y

4_
01

T
C

G
A

_Z
H

_A
8Y

8_
01

T
C

G
A

_3
X

_A
AV

9_
01

T
C

G
A

_3
X

_A
AV

A
_0

1

T
C

G
A

_3
X

_A
AV

B
_0

1

T
C

G
A

_3
X

_A
AV

C
_0

1

T
C

G
A

_3
X

_A
AV

E
_0

1

T
C

G
A

_4
G

_A
A

Z
O

_0
1

T
C

G
A

_4
G

_A
A

Z
T

_0
1

T
C

G
A

_W
5_

A
A

2H
_0

1

T
C

G
A

_W
5_

A
A

2I
_0

1

T
C

G
A

_W
5_

A
A

2Q
_0

1

T
C

G
A

_W
5_

A
A

2R
_0

1

T
C

G
A

_W
5_

A
A

2T
_0

1

T
C

G
A

_W
5_

A
A

2U
_0

1

T
C

G
A

_W
5_

A
A

2W
_0

1

T
C

G
A

_W
5_

A
A

2X
_0

1

T
C

G
A

_W
5_

A
A

2Z
_0

1

T
C

G
A

_W
5_

A
A

30
_0

1

T
C

G
A

_W
5_

A
A

34
_0

1

T
C

G
A

_W
5_

A
A

36
_0

1

T
C

G
A

_W
5_

A
A

38
_0

1

T
C

G
A

_W
6_

A
A

0S
_0

1

T
C

G
A

_Z
D

_A
8I

3_
01

T
C

G
A

_Z
H

_A
8Y

1_
01

T
C

G
A

_Z
H

_A
8Y

2_
01

T
C

G
A

_Z
H

_A
8Y

5_
01

T
C

G
A

_Z
H

_A
8Y

6_
01

T
C

G
A

_Z
U

_A
8S

4_
01

clus5 NON.clus5


