Running Enrichment Score (RES)

0.5

0.0

-0.5

-1.0

Gene Set 662 : REACTOME_PURINE_METABOLISM

Peak at 2583

Zero crossing at 8811

"NON.cIusS"I

!
5000

!
10000

Gene List Index

!
15000

Number of genes: 18113 (in list), 32 (in gene set)

P(ES)

15 2.0 25 3.0

1.0

0.5

0.0

Gene Set Null Distribution

—— Gene Set Null Density
- QObserved Gene Set ES value

Neg. ES "NON.clus5" Pos. ES: "clus5"

-0.8

T T T T T T T
-0.6 -0.4 -0.2 0.0 0.2 0.4 0.6

ES
ES =0.474 NES = 1.53 Nom. p-val= 0.0444 FWER= 0.966 FDR= 0.236

Heat Map for Genes in Gene Set
NON.clus5

clusb5

Class
XDH
GDA H
ADSSL1
(BMPRII .fl
CAT
ADK |
NT5C1B
NTE N .
ADA
ADAL .. mm |
ADSS I | L
PNP [ I
GMPS ] ]
APRT B =
GMPR2 1 -
ADSL
GART H
NT5C2 ] ‘ 1
HPRT1
AMPD2
ATIC r. m
IMPDH1
PAICS
GPX1 | L
PFASIH [ | L I
PPAT I
DGUOK |
IMPDH2 I [ B
AMPD3 ]
NTSC | [
DCK m
AMPD1 [ [ ]
IR == = = T = T B B B B B T T T e B T e B e e B e B e B e B e B e e B e O e e O e e O e, B e B e S e e
8\8\2\:\2\:l:|zlg|Z|:|Z|$|$|gliwzwf\gJ§\flgl§|Z|Z|glilzlz|3\:\:\:\$\zli
SN2 Y > > Ny Qo aa IV OB 5 >>>>0
$3333C88883333333333333333333338888¢
gdsggoERiany ey foendgdgeggacefannny
e e e T S S8 S8 3383885358555 359855388



