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Class
TNFAIP3
NR2C2
CASP8
RALBP1

IKBKG
MAP3K7
TRAF2
FADD
MAP3K3
NFKBIL1
NFKB1
TRADD
CFLAR
RIPK1
MAP2K4
TNFRSF1A
BIRC2
AGFG1
CASP3
NFKBIA
BAG4
NFKB2
TNFRSF1B
JUNR
NFKBIE
TNF
BIRC3




