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Gene Set 500 : REACTOME_PLC_BETA_MEDIATED_EVENTS Gene Set Null Distribution Heat Map for Genes in Gene Set
clus4 NON.clus4

IIIIII IIIIII IIIII IIII III IIIII IIlIII

fuslit

III I II | II I III III 11l I
| IIIII |III‘I IIIII [ ‘II I II I I|I IHIII ‘II Hil
(I::I.:l\jzl (I IIIII III IIIIIIIH ul IIIIII IIIIIIII III | IIII IIIII III M) |I IIII I*III "“ III IIIIII III III

I II IIIIIIIIIII | II
PEE%E (11 AT I (i | || ‘Ill IIIIIII I IIIIIII III IIII III IIIII 1 IIIIIIIIIIIIIlIIIIII III | IIIII II IIIIII IIIIIIIIIIII II|

= f AR

Gl it

|
ﬁggyg [T IIIIIﬂII III IIIIIII IIIIIIII III I|I” II “ ||I| I‘ I‘IIIII”II I III‘II|I‘ IIIII Il IrII IIIIllIIIlil IIIIIIlI |I|I||I I”lll

I II I I RKACAIII\I III|I i, HI'II i IIIIIIIIIIIII Al IIIII'IIIII IIHI Il IIIIIIIIIIII IIIIIIIIIIIIIIIIII III' i

: A
—— Gene Set Null Density CAMKA II iy II
— Observed Gene Set ES value I IIIII

1¢
PRKAR1B P

IIIIII I Iy II)IIIIIIIIII

IIIIII I‘
II | IIIIIIIII

25

2.0
|
o
o
ot

15

Zero crossing at 7868

Peak at 4452

clusd” "NON.cIus4"' Neg. ES "NON.clus4" Pos. ES: "clus4" PL

P(ES)
0

————

1.0
|

e AT ;;II et ISR A
ITP II II \ III I ||I ," w:;ll III|IIII|I1III |“ “*I I”I| dlll f‘ Il I”I‘III I| (j

0.5

IIII
EBlIII IIII L IIIIIII IIIIII L] IIII III TN I
LRt RN R IIII II | I 1 IHIIII‘ (RN | IIIIII IIIIIII IIIIII III [ II I‘I II IIIIIII | IIIIIII II Il I

: IlI‘I‘I IIIII IIII Il |I| lIIIIIIIII‘IIlIIIlI |:II”I III‘III II|I|I||I ||III‘I” IFIIII IIIII I|II| | IIIIIII |I III 'y III II‘II‘III III‘III‘I‘II |I
II HII IIIII II III IIII II I IIII IIIIII IIII IIIIIIIIIIIIIIIIIIIII II IIII I IIIIIIIII IIIIIIIIIIIIIIIIIIIIII |IIIII III IIIIIIIIIIII|

0.0

ADCY7

PLCBz |l IIII
T T T T T T T
0 5000 10000 15000 -0.5 0.0 0.5
Gene List Index ES

Number of genes: 18315 (in list), 42 (in gene set) ES =0.606 NES =1.76 Nom. p—val= 0 FWER= 0.619 FDR= 0.0877



