Running Enrichment Score (RES)

Gene Set 611 : REACTOME_GLOBAL_GENOMIC_NER_GG_NER
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Number of genes: 17728 (in list), 33 (in gene set)
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ES =-0.63 NES =-2.11 Nom. p-val= 0.00204 FWER= 0.052 FDR= 0.0301
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