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Heat Map for Genes in Gene Set
NON.clus4

” I H IHIW‘H
Nll n|||qp

lH‘HM ]
ﬁMIh”HH MI““|4||4II||IJ "|

I J 1|11
5* |“

‘“ i il

MH

ik

) ,J.'\’ i

Gene List Index ES
Number of genes: 17728 (in list), 27 (in gene set) ES =-0.578 NES =-1.94 Nom. p—val= 0 FWER= 0.23 FDR= 0.0416



