Running Enrichment Score (RES)

-0.6 -0.4 -0.2 0.0 0.2 0.4

-0.8

-1.0

Gene Set 200 : SIG_CD40PATHWAYMAP

Zero crossing at 10017

"NON.cIus4"\

Peak at 3233

! ! !
5000 10000 15000

Gene List Index
Number of genes: 17728 (in list), 33 (in gene set)

P(ES)

Gene Set Null Distribution

—— Gene Set Null Density
= QObserved Gene Set ES value

Neg. ES "NON.clus4" Pos. ES: "clus4"

T T T T T T T
-0.6 -0.4 -0.2 0.0 0.2 0.4 0.6

ES
ES =0.399 NES = 1.34 Nom. p-val= 0.114 FWER= 0.998 FDR= 0.199

Heat Map for Genes in Gene Set
NON.clus4

| |
|II|I|| IR Y
MAPK12 A

1l“$}u;lwk’wj»1‘L4'|;1+'WJI“

MAPK‘|1"|nlhumMH h %‘,ﬁﬂ Hf ":WFI!;HMIhL;‘J’Jfll*IJ‘

MAP2K |I| L I |||| ||| ‘I
TRAF | II|| [RILE |||I I
I| (1] LIl ||I I ||I||

|
MAPKBIPSII‘ I|I |II | I || |I|

MAF Yt | H || | “I:“ll "||| lenl I|||||I [ | ||I IIII thl‘lll| llf | ‘l l”l |I||‘||
II|||| ” l‘ ”LIII ‘II ll‘ I| :II: I| 1I‘"III|/ lli!: ‘Illll ll:‘I W Ill:l llllllllll |||| lII “! ”

=) lwllw*'nr'qﬁ1\ul|jk'fwu“ Hn% il it

MAI';AKAAPPK5| L hllll |”||| ll,l il ||I||“.|III‘I ”IWI|IIIIVI| [l | II |||I"||II Il:llllllll llllll ||| ||I L] p
MA:::Zle.l ||||||I' ll ll Hll | ‘I|1II|I Ifl ll_l‘lll ll‘II lllllllLIHlMI ll;‘llll‘"lllu l} I‘I‘!II|| Iﬂill:ll‘:l_lilII |I| ||i“llli:l::lll‘lvllnlll| 'IIIM‘ I”!

";';'S@rﬂsa



