Running Enrichment Score (RES)

0.0

-0.5

-1.0

Gene Set 343 : PID_ECADHERIN_STABILIZATION_PATHWAY

|-

Zero crossing at 6416

Peak at 11248

"clus5"

"NON.clus5"

o

!
5000

!
10000

Gene List Index

!
15000

Number of genes: 17728 (in list), 40 (in gene set)

P(ES)

1.0 15 2.0 25 3.0
|

0.5

0.0

Gene Set Null Distribution

—— Gene Set Null Density
= Observed Gene Set ES value

Neg. ES "NON.clus5" Pos. ES: "clus5"

T T T T T T T
-0.6 -0.4 -0.2 0.0 0.2 0.4 0.6

ES
ES =-0.46 NES =-1.59 Nom. p-val= 0.0473 FWER= 0.922 FDR=1

Heat Map for Genes in Gene Set

NON.clus5

II1II|III1

|I| III|| IIII
1A |III |I
1I | I
Al
Exoc3 [1|} ] IIIII
7 1l

RHOA III I|
NCKAPl'
[l

: J
ABIl
ROCKl
LLT4 II II I I|I
KIFC3 ”I

PP )lIIIIIIII'I
Ei;‘:h.u’:MM.

EPHA2
G 3

(e
MYOGIIII | |
CYFIP2 ‘ I ”l

CDHl |||H

S

S

II |1|”
w" I

ill
!

III I I I rAI II|FI|III

| I II”I

I|| II|“|IIII ||I IIIJ

i' M 1 i I 'ﬂuuhfulul ||I

Mi | ||i||||||il{:|'|lil'I i ‘” || i |'f||1‘|||
|"’” il '|"!‘5" 4 {iid 'I'u

| ‘!,I‘.'l' lu‘; l'. it 'n

i

#Illll

o

MII lllll:II:;‘I" |II | IIII| ”h” u 'll |I||:

b ! 'l |||¢||

III|IIIIIII II I':I II I I‘
L ||| F|| i 'n"

1IIII O I TR

A

il II| I||I ||||IrI
r || III I
i 'H.ullnnl;lh I

'II IIII 1

”IEIIIII III|Irl |III III

III IIIIII ”1 IIIIIII I|II IH‘I

uil(wunh i 'W‘ i)

h ol KT

i

iy

I‘(I hI IIIIHI |II“

Id (1 JORE NI IIII"II
||| ”1|Ih || hllll |||
I|| ”|1|| I|IIII|||| “IIII' ‘||II|“|I|I

AN e
J ||Illll‘m lnl””

[\l Ill| III|III| {III] |I‘|I II|I|IIII|I|II|II I||“| III 1 ||II II|I |

i 'LI""hT'H it



