Running Enrichment Score (RES)

Gene Set 298 : PID_ERBB1_RECEPTOR_PROXIMAL_PATHWAY
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Number of genes: 18090 (in list), 35 (in gene set)

P(ES)

25

2.0

15

1.0

0.5

0.0

Gene Set Null Distribution

—— Gene Set Null Density
= QObserved Gene Set ES value

Neg. ES "NON.clus1" Pos. ES: "clus1"

T T T T T T T
-0.6 -0.4 -0.2 0.0 0.2 0.4 0.6

ES
ES =0.412 NES =1.52 Nom. p-val= 0.0766 FWER= 0.977 FDR= 0.174
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