Running Enrichment Score (RES)

0.4

-0.8 -0.6 -0.4 -0.2 0.0 0.2

-1.0

Gene Set 610 : REACTOME_SIGNALING_BY_ILS

Zero crossing at 10263

"NON.cIusl"‘

Peak at 5649

! ! !
5000 10000 15000

Gene List Index
Number of genes: 18090 (in list), 104 (in gene set)

P(ES)

15 2.0 25

1.0

0.5

0.0

Gene Set Null Distribution

—— Gene Set Null Density
- QObserved Gene Set ES value

Neg. ES "NON.clus1" Pos. ES: "clus1"

TMEM189-U

T T T T T T T
-0.6 -0.4 -0.2 0.0 0.2 0.4 0.6

ES
ES =0.414 NES = 1.36 Nom. p-val= 0.158 FWER= 0.995 FDR= 0.231

Heat Map for Genes in Gene Set
NON clusl

gﬂﬂf’ T = g ik B
i ’E.-'i' i # F e

[3% |

g;'-IE-.E.' k=B b T I|.|- e .-.

i i A

Fk‘l'g?é b | l-':'- 5L dF II: ' i -l: ||-|"' / 45 o ll:u' i
el e TR T
A3 I.u 2l - el

-
G et i1
L L] L
I.II .I I

F\Kiiél. l“ | " | B

o W-'.-'-l’i}ﬁ R bl At LN o

5@;@ c .-l ) | | -: :I | ] | _ I.I n .ll-l " Il Il .Il..
Aeillerde S L gty S U T AL i
PIK3CH | n

A 3!-.‘.“:._:“*”."5'
'.'": 2

AR
-
o8
o
=
=
.5
=
=
e o
e -
"
™
—
=

b '-:. 'I'F-l.'-'

;
- £ 508
% Zamn g asemie
MR
&
B
==
= -
=
w i'
1
=

2

o5
LSRR

-
==t

-

-

-

-n
. i

%
5
o

=
-
=)
=
;
i
-]
B
"a

5=
2

4
5
=

=
=
=

=z
033 2
2y
5308502
RERET

&
g




