/5 :

Running Enrichment Score (RES)

REACTOME_APC_C_CDC20_MEDIATED_DEGRADATION_OF_MITO

0.5

0.0

-0.5

-1.0

QI

"clus1"

Zero crossing at 8081

Peak at 5434

"NON.cIusl"\

o

! ! !
5000 10000 15000

Gene List Index
Number of genes: 18169 (in list), 65 (in gene set)

P(ES)

2.0

15

1.0

0.5

0.0

Gene Set Null Distribution

—— Gene Set Null Density
- Observed Gene Set ES value

Neg. ES "NON.clus1"

Pos. ES: "clusl"

T T T
-0.5 0.0 0.5

ES
ES =0.528 NES = 1.7 Nom. p—val= 0.0518 FWER= 0.81 FDR=0.121

Heat Map for Genes in Gene Set
clusl

NON.clusl
Fllll'l p i '|:|.IIE'III JZ,P I:'II‘ A m' n ,l
i ..'I"F"l",',',F ' i' J"'I

i M'a aj' l .:'..nfl.l.,"'ll'il';l i i

'-'nu.'uLP'fﬁ iy ;l i

,.;I”"'”w 'i
I“"I Ij
]} 1
b
"|' |I:l

14
1AL
C4

PSMDL. I I|I
C

2
£000709D
Q0%

Z

bl

L et e
;‘ ] ¢ i if#"niwﬁ.tﬂf F'-m.-.lf,i-il.:f;

IIIIIl.I

: : HH?‘."I.F" T T

.: '. |' R .-..n
...,.'.'. . L ,/'%'l,,,l'iuml i"f'?pl: Illh jz.l':.'-ll A .

|tII“ :II' IIII"l'.*lllllﬁ.".‘I I“"'I!.". I'Iull “
A 'eru'ﬁam.ﬁ.';r}aa.:;n.,.-;ﬁf"?ﬁﬂt i

29098V VTV TV VT IC VDT DD

th'a I|I
B4 :&IIlI Ly
RPS27A
bl “| lll
BUB: l

peEill IF
ANAPC II ‘
PSMD

—_——




