\CTOME_ASSOCIATION_OF TRIC_CCT_WITH_TARGET_PROTEINS_DU

Running Enrichment Score (RES)

-0.6 -0.4 -0.2 0.0 0.2

-0.8

-1.0

Peak at 4627:

Zero crossing at 8081

"NON.clus1"

P(ES)

Gene Set Null Distribution

—— Gene Set Null Density

= QObserved Gene Set ES value

Neg. ES "NON.clus1"

Pos. ES: "clusl"

Class
SPHK1

FBXOG“I

CCT2
FKBP9
KIFC3
FBXO4
CCT5
CCT7
FBXWS5 |
CCT4
CCT6A
FBXW4
AP3M1
TCP1
CCT3
NOP56
FBXW2
FBXL3
CCTS8
ARFGEF2
FBXW7
FBXL5
XRN2
KIF13A |
LONP2

HI

USP11

Heat Map for Genes in Gene Set
NON.clusl

clusl

fi ija W

it \HI i

i il

i

1I|rll

i

kb

bl

i

| .mﬂ::'l'

il l'nh

B

__—\—I—

e
;'m

4

0 5000 10000 15000 -0.6 -0.4 -0.2 0.0 0.2 0.4 0.6

Gene List Index ES
Number of genes: 18169 (in list), 26 (in gene set) ES =0.35 NES =1.44 Nom. p-val= 0.0863 FWER= 0.996 FDR= 0.239



