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Syn.

Missense
Splice site
Nonsense

TP53
CTNNBH1
AXIN1
RB1
ARID1A
BAP1
CDC27
CDKN2A
KRT2
NFE2L2
PTEN
ARID2
RBM10
ZNF512B
KCNN3
KRT10

TAF1B
Cilorf125
AR

SPHK1
CREB3L3
LENG
FZR1
TRIOBP
GJB1
DYRK1A
TNPO1
PDZD4
CCNA2
AHCTFA
RXRB
PARP1
NBEA
HEPD
VPS4B
HNRNPL
FILIP1
FAM22F

— 100
~ 80

O Frame shift
O In frame indel
B Other non syn.
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